
Aa50.03944

Cm50.03079
0.05018 74.2

Gg50.06699
0.2592 100

Bt100.005004

Cf10 0
0.01115 84.4

Mm10_CAA0.009947

Mm10_NP2.165e-06
0.01211 79.7

Rn10_CAA07.758e-07

Rn10_CAA9 0

Rn10_NP 0
2.03e-07 65.2

0.008159 80.6

0.02022 90.1

0.01279 74.2

Hs10_AAH0.004943

Hs10_NP 0
1.628e-05 18.5

Pp100.004919
0.01625 86.4

0.09297 98.2

Xl101_5 0

Xl101_74.633e-07

Xl5B0.00496
1.083e-06 31.9

0.04625 98

Xl1020.03176

Xt100.02312
0.01356 42.2

0.1118 99.6

0.03576 57.8

0.156 98

Dr100.2082

Om_AAN0.1484
0.1019 91.8

0.2405 98.1

Tn_CAG040.2577
0.2208 93.7

Sp1-de0.3673
0.2156 68.9

Dr1Ma 0

Dr1Mb0.01061
0.5918 99.1

XlB40.8523
0.5139 97.8

Pa0.626
0.3796 94.8

Lp0.05036

Sp1ga0.1416
0.08947 53.9

Sp1be_A 0

Sp1be_P 0
 0 57.5

Sp1be_N 0
0.09971 96.1

0.2501 94.5

Pa110.1199

Sp1early0.1518
0.4775 100

0.1605 72.1

0.2638 88.4

0.2526 87

Dr1X0.2924

Ip0.4022
0.08404 45.5

Hs1X9.777e-06

Pt1X0.009292
0.07159 89.1

Mm1X0.1605
0.2817 98.6

Xl1fx0.3388
0.4437 98.5

0.8652 100

0.2201 79.7

Aj0.4629

Tn_CAF901.497
0.07095 68

Dr150.4047
0.2338 97.3

Ca0.137

Dr_a7.407e-05

Dr_b 0
0.05612 97.4

0.04567 93.4

Om_P0.004139

St0.08916
0.07412 99.3

0.01818 52

Dr0.1213
0.06183 47.7

0.09405 93.1

Ap 0

Cm 0
0.03071 96.9

Gg0.00884

Gg1022.353e-06
0.01199 87.7

0.03361 96.7

Gg120.02825
0.01388 56.5

Gg1030.07523

Gg110_XP0.004554

Gg111R_P04.819e-07

Gg111R_XP0.004301
0.0219 95.5

0.01837 81.4

0.02327 91.3

Gg110 0

Gg110_A6.058e-06
0.03029 95

0.004919 58.7

0.1207 99.3

Bt120.01902

Hs120.05827

Mm1c0.06226
0.008782 43.7

0.05839 99.7

Hs14 0

Pt14 0
7.31e-06 40.7

Hs15_128.396e-05
0.002967 68.4

Mm1e0.02243

Rn12_A2.451e-05

Rn12_P 0
2.451e-05 38.7

Rn12_C 0
2.451e-05 58

Rn14 0
0.008363 83.4

0.033 99.1

0.02527 90.9

0.005193 66.4

Hs130.09214

Mm1d0.04117
0.02066 91.1

0.02506 80.6

Hs15_NP 0

Pt150.004171
0.01149 85.3

Mm1b0.07336
0.01906 46.4

Oc130.1205
0.06306 92.5

0.02916 69.3

Hs1t_AAA0.004513

Hs1t_AAH 0

Hs1t_AAN 0

Hs1t_P 0
 0 62

9.258e-05 47.7

0.02769 98.9

Pt1t1.799e-05
0.04864 98.1

Rh1t0.02844
0.1405 99.6

Ss1t0.1302
0.0783 88.2

Mm1t_CAA 0

Mm_CAI3.395e-07
0.004616 84.6

Mm1t_NP 0
0.04192 41

Rn1t0.02097
0.2103 99.9

0.4763 100

0.03239 80.7

Hs110.01335

Pt112.102e-06
0.06899 94.8

Mm1a0.01728

Rn1a0.03493
0.1234 99.8

0.2117 99.8

0.07655 90.9

0.1589 98.7

0.04744 58

Bb0.2168

Xl1A_A1.497e-05

Xl1A_P0.00907
0.09191 99.7

Xl1B0.07013

Xl1C_C0.01319

Xl1C_P6 0
0.01354 83.1

Xl1C_P70.008455
0.1054 100

0.0476 82.9

0.03678 84.2

0.1912 99.2

0.1617 53

Tn_CAF970.6879

0.0
0.2

0.4
0.6

0.8
1.0

1.2
1.4

1.6
1.8
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2.2

2.4

Likelihood: -13954.73  (308 sites)

Substitution Model:

   Dayhoff+I+G (7)

                                           ALPHA: 2.908802    
                                           THETA: 0.005328698 


